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( 2 ) INFORMATION TOR SBQ ID NOtU: 



( i ) SBQUENCE CHARACTERISTICS: 



( A ) LENOTH: 16 mxm acads 
( B ) TYPE: aniao acid 
(D ) TOPOLOGY: nsknm 




( x i ) SEQUENCE DESCRIPTION: SBQ ID NO: 13: 




y • Ly i Pro Tyr lie Leo 
I 5 



What is claimed is: 

1. A substantially Dure conotoxin which is highly selective 
for a specific human receptor, which conotoxin is selected 20 



Gly-Xaa-Ser-Phe-Cys-Lys-Ala-Asp-Glu-Lys-Xaa-Cys- 
Glu-TVr-ffis-Ala-Asp-Cys^s-AsD-CVs-Cys-l^u-Ser- 
Gly-ne^ys-Ala-Xaa-Ser-Thr-Asn-Trp-Ile-Leu-Pro- 
Gly-Cys-Ser-Thr-Ser-Ser-Phe-Phe-Lys-ne (SEQ ID 25 
NO:7) wherein Xaa is 4Hyp; 

Gly-Cys-Cys-Ser^His-Pro-AIa-Cys-Ser-Gly-Lys-TyT- 
Gln-Xaa-Tyr-Cys-Arg-Xaa-Ser (SEQ ID NO:8) 
wherein Xaa is CHa and the C-tenninus is arnidated; 

His-Xaa-Xaa-Cys-Cys-Leu-iyr-Gly-Lys-Cys-Arg-Arg- 30 
Tyr-Xaa<}ly-Cys-Ser-Ser-Ala-Ser-Cys-Cys-Gln (SEQ 
ID NO:9) wherein Xaa is 4Hyp; 

C^s-Lys-Tlir-iyr-Ser-Lys-Tyr-Cys-Xaa-Ala-Asp-Ser. 
Xaa<y s <^s-Thr-Xaa-Gln^s-Val-Ai^^cxTyr-Cys- 35 
Thr-Leu-Phe (SBQ ID NO: 10) wherein Xaa is Gla and 
the C-terminus is arnidated; 

Ser-Thr-Ser-Cys-Met-Glu-Ala-Gly-Ser-iyr-Cys-Gly- 
Ser-Tln--Tlu--Arg-ne-C^s-C^s-Gly-Tyr^s-Ala-TVr- 
Phe^ly-Lys-Lys-C^s-De-As^IVr-Pro-Ser-Asn (SEQ 40 
ID NO: 11); 

Gly-Glu-Xaa-Xaa-Val-Ala-Lys-Met-Ala-Ala-Xaa-Leu- 
Ala-Arg-Xaa-Asn-Ile-Ala-Lys-Gly-Cys-Lys-Val-Asn- 
Cys-Tyr-Pro (SEQ ID NO: 12) wherein Xaa is Gla; and 

Glu-Sex-Glu-Glu-Gly-Gly-Ser-Asn-Ala-Thr-Lys-Lys- 45 
fro-iyr-De-Leu (SEQ ID NO: 13), wherein Glu in me 
1 -position is pGlu and the C-tcnnimis is nmiAnt*A 
2. A conotoxin according to claim 1 having the formula: 
Gly-Xaa-Ser-Phe-Cys-Lys-Ala-Asp-Glu-Lys 
Giu-Tyr-His~Ala-Asp-C>^ 
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Gly-nc-Cys-Ala-Xaa-Scr-Thr-Asn-Trp-Ilc-Lcu-Pro- 
Gly-Cys-Scr-Thr-Scr-Scr-Phc-Phe-Lys-Ile (SEQ ID 
NO:7) wherein Xaa is 4Hyp. 

3. A ooaotoxin according to claim 1 having the formula: 
Gly-Cys-Cys-Ser-His-Pro-Ala-Cys-Scr-Gly-Lys-Tyr- 

Gln-Xaa-Tyr-Cys-Arg-Xaa-Ser (SEQ ID NO: 8) 
wherein Xaa is Gla and the C-terminus is amidatfid. 

4. A conotoxin according to claim 1 having the formula: 
His-Xaa-Xaa-Cys-Cys-Leu-TVr-Gly-Lys-Cys-Arg-Arg- 

lyr-Xaa^ly-CVs-Scr-Ser-Ala-Ser-Cys-Cys-Gln (SEQ 
ID NO:9) wherein Xaa is 4Hyp. 

5. A conotoxin according to claim i having the formula: 
Cys-Lys-Thr-TVr-Ser-Lys-TVr-Cys-Xaa-Ala-Asp-Ser- 

Xaa<^s^s-Thr-Xaa<jm^Zys-Val-Arg-Ser-Tyr-Cys- 
Thr-Leu-Phe (SEQ ID NO: 10) wherein Xaa is Gla and 
the C-terminus is amidated. 

6. A conotoxin according to claim 1 having the formula: 
S r-Thr-Ser-Cys-Met-Glu-Ala-Gly-Ser-Tyr-Cys-Gly- 

Ser-Tlu'-Thr-Arg-ne<^s-C^s<jly-Tyr-Cys-Ala-T^- 
Phe-Gly-Lys-Lys-Cys-Dc-Asp-Tyr-Pro-Scr-Asn (SEQ 
ID NO:ll). 

7. A conotoxin according to claim 1 having the formula: 
Gly-Glu-Xaa-Xaa-Val-Ala-Lys-Met-Ala-Ala-Xaa-Leu- 

Ala-Arg-Xaa-Asn-Ile-Ala-Lys-Gly-Cys-L.ys-Val-Asn- 
Cys-iyr-Pro (SEQ ID NO: 12) wherein Xaa is Gla. 

8. A conotoxin according to claim 1 having the formula: 
Giu-Ser-Glu-Glu-Gly-Gly-Ser-Asn-Ala-Thr-Lys-Lys- 

Pro-iyr-Be-Leu (SEQ ID NO: 13), wherein Glu in the 
1 -position is pGlu and the C-terminus is amirtatort. 




The conot oxin according to claim 8 
wherein t he Thr residue is g lycosylated 



